(vi) 



(vii) 



(viii) 



(ix) 



(A) MEDIUM TYPE: DISKETTE 3.5 INCH, 

(B) COMPUTER: IBM PC COMPATIBLE 

(C) OPERATING SYSTEM: DOS 

(D) SOFTWARE: WORDPERFECT 5.1 
CURRENT APPLICATION DATA: 



1.44 MB FOR FORMATTED 



APPLICATION 
FILING DATE: 



(NUMBER: 08/634,332 
12 APRIL 1996 



(A) 
(B) 

(C) CLASSIFICATION: 
PRIOR APPLICATION DATA: 

(A) APPLICATION (NUMBER: NONE 

(B) FILING DATE] NONE 
ATTORNEY/ AGENT INFORMATION: 

(A) NAME: THEODORE J. BIELEN, JR. 

(B) REGISTRATION NUMBER: 27,420 

(C) REFERENCE/DOCKET NUMBER: 12280 
TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (510) 937-1515 

(B) TELEFAX: (510) 937-1529 



(ii) 
(ix) 



(ii 
(ix 



(xi) 



ACID 
INEAR 
PEPTIDE 

UMAN iNOS (25-42) 



(2) INFORMATION FOR SEQ ID NO: 1: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINC 
(D) TOPOLOGY: : 
MOLECULE TYPE: 
FEATURE : 

(A) NAME/KEY: ] 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFO]*MATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

Asn Asn Asn Val <plu Lys Ala Pro Cys Ala Thr Ser Ser 

10 

il Thr Gin i^sp 

.5 



(2) INFORMATION FOR SEQ ID NO: 2: 
SEQUENCE CHARAC TERISTICS : 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: MCjUSE iNOS (25-42) 




(B) 
(C) 
(D) 

SEQUENCE DESCRIP 1 



LOCATION: 

IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 

ION: SEQ ID NO: 2: 



51- 



Asn Asn Asn Val Lys Lys Thr Pro Cys Ala Val Leu Ser 

5 10 
Pro Thr lie Gjln Asp 
15 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH A 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/ KEY. : RAT iNOS (25-42) 

(B) LOCATIOl 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Asn Asn Asn Val \ Glu Lys Thr Pro Gly Ala lie Pro Ser 

5 10 
Pro Thr Thr Gin \ Asp 
15 



(2) INFORMATION! FOR SEQ ID NO: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINC 
(D) TOPOLOGY: 



4: 



ACID 
II NEAR 
PEPTIDE 



JMAN iNOS (37-54) 



MOLECULE TYPE: 
FEATURE : 

(A) NAME/ KEY: 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 4: 



Ser Pro Val Thr Gl 

5 

Ser Lys Gin Gin As^i 
15 



i Asp Asp Leu Gin Tyr His Asn Leu 

10 



(i) 



(ii) 
(ix) 



(2) INFORMATION FCjR SEQ ID NO: 5: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO At ID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAfo iNOS (781-798) 



58 



• # 



(B) LOCATION* 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Pro Ala Leu Val I Gin Gly lie Leu Glu Arg Val Val Asp 



Gly Pro Thr Pro 
15 




10 



is 



FOR SEQ ID NO: 6: 



INEAR 
PEPTIDE 

Mouse iNOS (776-792) 




(2) INFORMATION 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINCf ACID 
(D) TOPOLOGY: 

(ii) MOLECULE TYPE: 
(ix) FEATURE: 

(A) NAME/ KEY : 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

Xxx Ala Leu Val GlLn Gly lie Leu Glu Arg Val Val Asp 

5\ 10 
o Thr Pro H\s 

5 



(2) INFORMATION F©R SEQ ID NO: 7: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: RAT \LN0S (780-794) 

(B) LOCATION: 

(C) IDENTIFICATION IMETHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SEQ ID NO: 7: 



(ii) 
(ix) 



(xi) 



Xxx Xxx Leu Val Gin 

5 

Cys Ser Ser Pro Xxx 
15 



fly lie Leu Glu Arg Val Val Asp 

10 



(2) INFORMATION FOR SEQ ID NO: 8: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 18 



/ 



(ii) 
(ix) 



(xi) 

Gly 

His 



(B) TYPE\ AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (985-1002) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 8: 



He 

Asp 
15 



Val 
Ser 



Pro 
Gin 



Phe 
\5 
lis 



Arg Ser Phe Trp 



Gin 
10 



Gin Arg Leu 



(i) 



(ii) 
(ix) 




(2) INFORMATION FOR SEQ ID NO: 9: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO AOtID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: MOUSE\iNOS (978-995) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION 

SEQUENCE DESCRIPTION^ SEQ ID NO: 9: 

He Ala Pro Phe Arty Ser Phe Trp Gin Gin Arg Leu 

5 \ 10 

His Asp Ser Gin His 
15 



(2) INFORMATION FOR SEQ \D NO: 10: 
SEQUENCE CHARACTERISTICS 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: RAT iNOS (9$2-998) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD l\ AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ\ID NO: 10: 



(ii) 
(ix) 



(xi) 

Gly 

His 



He 

Asp 
15 



Ala 
Ser 



Pro 
Gin 



Phe 
5 

His 



Arg Sen Phe Trp 



Gin 
10 



Gin Arg Leu 



(i) 



(ii) 
(ix) 



(xi) 

Gly 

Phe 



(2) INFORMATION FOR SEQ ID NO: 11: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: \18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY\ LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: \HUMAN nNOS (1256-1273) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 11: 



He 

Asp 
15 



Ala 
He 



Pro 
Gin 



Arg Ser Phe Trp 



Gin 
10 



Gin Arg Gin 



(2) INFORMATION FOR SEQ ID NO: 12 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO At ID 
(D) TOPOLOGY: LINEAR 

LECULE TYPE: PERTIDE 
:ATURE : 

A) NAME/KEY: HUMA^ eNOS (1017-1031) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 12: 




Ly He Ala Pro Phe Afrg Gly Phe Trp Gin Glu Arg Leu 

5 \ 10 

His Asp Xxx Xxx Xxx 
15 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 13: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: .18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: BOVINE eNQ^S (1019-1033) 

(B) LOCATION: 

(C) IDENTIFICATION METHOty: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SBQ ID NO: 13: 



Gly lie Ala PrfD Phe Arg Gly Phe Trp Gin Glu Arg Leu 

5 10 
His Asp Xxx Xxjf Xxx 
15 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 14: 
SEQUENCE CHARACTERISTICS 

(A) LENGTH: 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: VLINEAR 
MOLECULE TYPE :\ PEPTIDE 
FEATURE : 

(A) NAME/KEY: 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 14: 



IUMAN iNOS (1009-1026) 



Arg Met Thr Leu Ve 

5 

Asp His lie Tyr Gli 
15 



Phe Gly Cys Arg Arg Pro Asp Glu 

10 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR\ SEQ ID NO: 15: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 

(B) TYPE: AMINO ACll 
(D) TOPOLOGY: LINEAI 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: RAT iN^JS (1006-1023) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION 

SEQUENCE DESCRIPTIONS SEQ ID NO: 15: 



Arg Met Thr Leu Val 

5 

Asp His Leu Tyr Gin 
15 



Phe\ Gly Cys Arg His Pro Glu Glu 

10 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID NO: 16: 
SEQUENCE CHARACTERISTICS^: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/ KEY : MOUSE iNOS \ 1002-1019) 



(A 



(xi) 

Arg 

Asp 



(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 16: 



Met 

His 
15 



Ser 
Leu 



Leu 
Tyr 



Va\] 
5 

Gil 



Phe Gly Cys Arg His Pro 

10 



Glu Glu 



(i) 



(ii) 
(ix) 



(xi) 



Val 



(ii) 
(ix) 



(xi) 



SEQ ID NO: 17: 
[STICS: 



(2) INFORMATION FOI 
SEQUENCE CHARACTEI 

(A) LENGTH: 16 

(B) TYPE: AMINO hC%D 
(D) TOPOLOGY: LINEi 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: hnNOS \[2-16, Cys 17 ] 

(B) LOCATION: HUMAN ViNOS: AMINO TERMINAL 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATIOl 

SEQUENCE DESCRIPTION :\ SEQ ID NO: 17: 



Glu Asp His Met 



Phe Gli 
5 



Val Gin Gin 



He 
10 



Gin Pro Asn 



He Cys 
15 



18: 



(2) INFORMATION FOR SEQ ID NO: 
SEQUENCE CHARACTERISTICS 

(A) LENGTH: 24 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: hnNOS [Cys 1 

(B) LOCATION: HUMAN nNOS : 

(C) IDENTIFICATION METHOD :\ AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ \ID NO: 18: 



J -1411-1433] 
\CARBOXYL TERMINAL 



Cys Arg Leu Arg Ser Glu Ser\ He Ala Phe He Glu Glu 

5 \ 10 

Ser Lys Lys Asp Thr Asp Glu \ Val Phe Ser Ser 
15 20 



(2) INFORMATION FOR SEQ ID NO:\19: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 20 



(B) TYPE: AMINt) ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: 1 PEPTIDE 

(ix) FEATURE: 

(A) NAME/ KEY: 

(B) LOCATION: 

(C) IDENTIFI CAT 

(D) OTHER INFO: 



iNOS [2-21, Ser 2 ] 
MAN iNOS: AMINO TERMINAL 
ON METHOD: AMINO ACID ANALYSIS 
TION: 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Ala Ser Pro Trp Lys\ Phe Leu Phe Lys Thr Lys Phe His 

5 \ 10 
Gin Tyr Ala Met Asn\ Gly Glu 
15 \ 20 



(2) INFORMATION FOR fcEQ ID NO: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACII 
(D) TOPOLOGY: LINEAR ^ 



20: 



(i) 



(ii) 
(ix) 



PEPTIDE 



hiNOS 
HUMAN 



:ys 1136 -H37-ll53] 



MOLECULE TYPE: 
FEATURE : 

A) NAME/KEY: 

B) LOCATION: HUMAN ittOS : CARBOXYL TERMINAL 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION :1 

SEQUENCE DESCRIPTION: 1 SEQ ID NO: 20: 



Lys Lys Asp Arg Val | Ala 

5 

lu Met Ser Ala Leu 
15 



Val Gin 



Pro 
10 



Ser Ser Leu 



(2) INFORMATION FOR SEQ ID NO: 
SEQUENCE CHARACTERISTIC^ 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 



21: 



Cys 13 ] 



(A) NAME/KEY: heNOS [Cap+2-12, 

(B) LOCATION: HUMAN eHOS\ AMINO TERMINAL WITH CAPROIC ACID 

ATTACHED 

(C) IDENTIFICATION METHODl: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SE$ ID NO: 21: 

Cap-Gly Asn Leu Lys Ser VatL Ala Gin Glu Pro Gly Cys 

5 \ 10 



(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: lb 

(B) TYPE: AMINO ACID 
( D) TOPOLOGY : LINEAR 

(ii) MOLECULE TYPEf PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: IheNOS [2-12, 

(B) LOCATION: ^UMAN eNOS : AMINO TERMINAL WITHOUT CAPROIC ACID 
TTACHED 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 22: 



Cys 13 ] 



Gly Asn Leu Lys Ser Val Ala Gin Glu Pro Gly Cys 

5\ 10 




(2) INFORMATION FOR SEQ ID NO: 23: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 23 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEA 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: heNOS 

(B) LOCATION: HUMAN 

(C) IDENTIFICATION METHOD: 

(D) OTHER INFORMATION 
SEQUENCE DESCRIPTION: SEQ ID NO: 



ys 1181 -H82-l203] 



IOS: 



CARBOXYL TERMINAL 
AMINO ACID ANALYSIS 



23 



Glu Arg Gin Leu Arg 

5 

Pro Pro Gly Ser Asp Tlpr 
15 2 



lu Ala Val 
Asn Ser 



Pro Trp Ala Phe 
10 

Pro 



(2) INFORMATION FOR SEQ ID Nip: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: hiNOS [985-1002\ 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 



(xi) SEQUENCE DESCRIPTION: SEQ ID 



24 



Gly He Val Pro Phe 



His Asp Ser Gin 
15 



(xi) 



Arg Ser Phe Trp Gin Gin Arg Leu 

10 



is 



(2) INFORMATION FOR SEQ ID NO: 25: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO lACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: hityOS [985-1002] 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 25: 




Val 
Ser 



Pro 
Gin 



Phe 
5 

His 



Arg Ser Phe Trp 



Gin Gin 
10 



Arg Leu 



INFORMATION FOR VSEQ ID NO: 26: 
QUENCE CHARACTERISTICS: 
'(A) LENGTH: 18 
(B) TYPE: AMINO ACII 
(D) TOPOLOGY: LINEi 
MOLECULE TYPE: PEPTIpE 
FEATURE : 

(A) NAME/KEY: hiNOS [37-54] 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION* 

SEQUENCE DESCRIPTION: \ SEQ ID NO: 26: 



Ser Pro Val Thr Gin Asp\ Asp Leu Gin Tyr His Asn Leu 

5 \ 10 

Ser Lys Gin Gin Asn 
15 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ lb NO: 27: 
SEQUENCE CHARACTERISTICS^ 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: hiNOS [781-7^8] 



(B) LOCATION: 

(C) IDENTIFICA' 



ION METHOD: AMINO ACID ANALYSIS 



(D) OTHER INF031MATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 

Pro Ala Leu Val (Sin Gly lie Leu Glu Arg Val Val Asp 

ii 10 
Gly Pro Thr Pro His 
15 




(i) 



(ii) 
(ix) 



(xi) 




(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 28: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: hiNC-S [25-42] 

(B) LOCATION: 

(C) IDENTIFICATION \METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION : 

SEQUENCE DESCRIPTION: SEQ ID NO: 28: 



n Asn Val Glu 
5 

Pro ftal Thr Gin Asp 
15 



rs Ala Pro Ser Ala Thr Ser Ser 

10 



(2) INFORMATION FOR SEQ \ ID NO: 29: 
SEQUENCE CHARACTERISTK 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: hiNOS [37-^4] 

(B) LOCATION: 



(C) IDENTIFICATION METHOI 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SEfl 



AMINO ACID ANALYSIS 



ID NO: 29: 



Ser Pro Val Thr Gin 

5 

Ser Lys Gin Gin Asn 
15 



Asp 



Leu Gin Tyr His Asn Leu 
10 



(2) INFORMATION FOR SEQ ID 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 18 



30: 



(ii) 
(ix) 



(xi) 



(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LENEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: hi.NOS [781-798] 

(B) LOCATION: 

(C) IDENTIFICAT 



(D) OTHER INFOI 
SEQUENCE DESCRI1 



ON METHOD: AMINO ACID ANALYSIS 
^TION: 

?ION: SEQ ID NO: 30: 



Pro Ala Leu Val Gli 

5 

Gly Pro Thr Pro His\ 
15 



Gly He Leu Glu Arg Val Val Asp 

10 



(2) INFORMATION FOR\ SEQ ID NO: 31: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACIl 
(D) TOPOLOGY: LINEA1 
MOLECULE TYPE: PEPT] 
FEATURE : 

AME/KEY: hiNOS 
By LOCATION: 
) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 
SEQUENCE DESCRIPTION: \ SEQ ID NO: 31: 




U009-1026] 



(i) 



(ii) 
(ix) 



(xi) 

Asn 

Pro 



Met Thr Leu Val Phe \ Gly Ser Arg Arg Pro Asp Glu 

5 \ 10 

His He Tyr Gin 
15 



(2) INFORMATION FOR SEQ ID\N0: 32: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 

(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: (A3) LOCUS HUMAN iNOS (25-42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AM^NO ACID ANALYSIS 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SEQ ID NO: 



Asn Asn Val 



Glu 

5 



Lys Ala Pi 



32: 
Ser 



Ala 
10 



Thr Ser Ser 



Val Thr Gin Asp-amide 
15 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 33: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO \ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: MOU$E iNOS (25-42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 33: 



Asn Asn Asn Val 



Lys 
5 



Thr Pro Ser Ala Val 

10 



Leu Ser 



Pro Thr lie Gin Asp-amAde 
15 




(2) INFORMATION FOR SEQ\ID NO: 34: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: RAT iNOS (2\5-42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD^ AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 34 



Asn Asn Asn Val Glu Lys 

5 

Pro Thr Thr Gin Asp-amide 
15 



Thr Pro Gly Ala lie Pro Ser 

10 



(2) INFORMATION FOR SEQ ID Np: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (28-\42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
(Xi) SEQUENCE DESCRIPTION: SEQ ID \MO: 35: 



6- 



Val Glu Lys Ala Pro Ser Ala Thr Ser Ser Pro Val Thr 

5\ 10 

Gin Asp-amide 
15 



(i) 



(ii) 
(ix) 



(xi) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FdR SEQ ID NO: 36: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 

(B) TYPE: AMINO ACttD 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: HUMAN\ iNOS (31-42) 

(B) LOCATION: 

(C) IDENTIFICATION ^ETHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATK 

SEQUENCE DESCRIPTION*: SEQ ID NO: 36: 




ro Ser Ala Thr 
5 



Ser 



Ser Pro Val Thr Gin Asp-amide 

10 



(2) INFORMATION FOR SEQ\ ID NO: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNO 

(B) LOCATION: 

(C) IDENTIFICATION METHO 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SE ] 



37: 



(34-42) 



AMINO ACID ANALYSIS 



ID NO: 37: 



Ala Thr Ser Ser Pro Val 

5 



Thr Gin Asp-amide 



(2) INFORMATION FOR SEQ ID Nip : 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/ KEY : HUMAN iNOS (37-\42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMfNO ACID ANALYSIS 

(D) OTHER INFORMATION: 



\ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38: 

Ser Pro Val Thr \Gln Asp-amide 

\5 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION \FOR SEQ ID NO: 39: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: AMINO ^ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMJ^N iNOS (25-39) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 39: 




Asn Asn Asn Val Glu 

5 

-amide 

15 ' 



jys Ala Pro 



Ser Ala 
10 



Thr Ser Ser 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 40: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDI 
FEATURE : 

(A) NAME/KEY: HUMAN iNtyS (25-36) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: StEQ ID NO: 40: 



Asn Asn Asn Val Glu Lys Ala Pro Ser Ala Thr Ser-amide 

5 \ 10 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID\NO: 41: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (2^-33) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 



(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 41: 



(Xi) 

Asn Asn Asn Va 



Glu Lys Ala Pro Ser-amide 
5 



(i) 



(ii) 
(ix) 




(ii) 
(ix) 



(xi) 

Ser 

Ser 



(2) INFORMATION FOR SEQ ID NO: 42: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 

(B) TYPE: AMlNlO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: \ PEPTIDE 
FEATURE : 

(A) NAME/KEY: HpMAN iNOS (25-30) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 42: 



Asn Val Glv 
5 



Lys-amide 



(2) INFORMATION FOR SEQ ID NO: 43: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACflD 
(D) TOPOLOGY: LINEAI 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: (A4) L^CUS HUMAN iNOS (37-54) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: \ SEQ ID NO: 43: 



Pro 

Lys 
15 



Val Thr Gin Asp \ Asp Leu Gin Tyr His 

5 \ 10 

Gin Gin Asn-amide 



Asn Leu 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID\NO: 44: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (40-\54) 

(B) LOCATION: 



(xi) 

Thr 

Gin 



(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 44: 



Gin Asp Asp \je\i Gin Tyr His Asn 

Asn-amide 
15 



Leu 
10 



Ser Lys Gin 



(i) 



(ii) 
(ix) 



(2) INFORMATION FDR SEQ ID NO: 45: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 

(B) TYPE: AMINO ASCID 

(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMi^N iNOS (43-54) 

(B) LOCATION: 

(C) IDENTIFICATION! METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 45: 



Leu Gin Tyr His 

5 



^sn Leu Ser Lys Gin Gin Asn-amide 

10 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR 3EQ ID NO: 46: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDl 
FEATURE : 

(A) NAME/KEY: HUMAN iNlpS (46-54) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD : AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: S\EQ ID NO: 46: 



Tyr His Asn Leu Ser Lys 

5 



fin Gin Asn-amide 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID NO: 47: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/ KEY: HUMAN iNOS (49\-54) 



(xi) 
Leu 



(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 47: 



Ser Lys Gin 



Ln Asn-amide 



(i) 



(ii) 
(ix) 



(xi) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 48: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: AMINO ACtD 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN \iNOS (37-51) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION 

SEQUENCE DESCRIPTIONS SEQ ID NO: 48: 




Val Thr Gin 
5 

Lys-amide 
15 



AsjJi Asp Leu Gin Tyr His Asn Leu 

10 



(2) INFORMATION FOR SEQ ID NO: 49: 
SEQUENCE CHARACTERISTICS 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS \(37-48) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD^ AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 49: 



Ser Pro Val Thr 



Gin Asp As| 
5 



Leu Gin Tyr His Asn-amide 
10 



(2) INFORMATION FOR SEQ ID N<! 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

32.' 



50: 



4- 



! 

(A) NAME/ KEY: HUMAN iNOS (37-45) 

(B) LOCATION: , 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 



Ser Pro Val Thr 



Asp Asp Leu Gln-araide 



(i) 



(ii) 
(ix) 




(2) INFORMATION FOR SEQ ID NO: 51: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 

(B) TYPE: AMINO AGID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN, iNOS (37-42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION : 

SEQUENCE DESCRIPTION: SEQ ID NO: 51: 



Ser / Pro Val Thr Gin Ajsp-amide 

5 



(2) INFORMATION FOR SED ID NO: 52: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: (F6) LOCU$ HUMAN iNOS (781-798) 

(B) LOCATION: 

(C) IDENTIFICATION METHOp: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 52: 



(ii) 
(ix) 



(xi) 



Pro Ala Leu Val Gin Gly i: 

5 

Gly Pro Thr Pro His-amide 
15 



Leu Glu 



Arg 
10 



Val Val Asp 



(2) INFORMATION FOR SEQ ID N< 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 



53 



(ix) FEATURE: 

(A) NAME/KEY :l HUMAN eNOS (806-824) 

(B) LOCATION:] 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION : 
(xi) . SEQUENCE DESCRIPTION: SEQ ID NO: 53: 



Pro Gly Leu Val 

Pro Pro Ala Pro 
15 



5lu Ala Leu Leu Ser Arg Val Glu Asp 

10 

lr Glu-amide 



(i) 




(2) INFORMATION FOR SEQ ID NO: 54: 
S EQUENCE CHARACTlf RI ST I CS : 

(A) LENGTH: 15 

(B) TYPE: AMINO AfclD 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PERTIDE 
FEATURE : 

(A) NAME/KEY: HUMA^I iNOS (784-798) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: \ 
SEQUENCE DESCRIPTION,: SEQ ID NO: 54: 

Val Gin Gly lie Leu Glu Arg Val Val Asp Gly Pro Thr 

5 \ 10 

Pro His-amide 
15 



(2) INFORMATION FOR SEQl ID NO: 55: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS\ (787-798) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD,: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SE$ ID NO: 55: 



He Leu Glu Arg Val Val AsV 

5 



Gly Pro Thr Pro His-amide 
10 



(2) INFORMATION FOR SEQ ID NC 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 9 



56: 



(ii) 
(ix) 



(xi) 



(B) TYPE: AMINO ACID 
(D) TOPOLOGY :\ LINEAR 
MOLECULE TYPE:\ PEPTIDE 
FEATURE : 

(A) NAME/KEY: ^UMAN iNOS (790-798) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 56: 



Arg Val Val Asp Gl} 

5 



Pro Thr Pro His-amide 



(i) 




(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR \ SEQ ID NO: 57: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACll 
(D) TOPOLOGY: LINEi 
MOLECULE TYPE: PEPTIDE 

EATURE : 

(A) NAME/KEY: HUMAN ifJOS (793-798) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION :\ 

SEQUENCE DESCRIPTION: \SEQ ID NO: 57: 

Gly Pro Thr Pro His-Vmide 

5 



(2) INFORMATION FOR SEQ ID. NO: 58: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 14 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (7$ 1-7 94) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ 11$ NO: 58: 



Pro Ala Leu Val Gin Gly lie ILeu Glu Arg Val Val Asp 

5 1 10 

Gly-amide 



(2) INFORMATION FOR SEQ ID NO: |59: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 12 



(B) TYPE: AMINO fCID 

(D) TOPOLOGY: LINEAR 
(ii) MOLECULE TYPE: P2PTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HU4AN iNOS (781-792) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 59: 



(xi) 
Pro Ala 



Leu Val 



Glnl 
5 



Gly lie Leu Glu 



Arg 
10 



Val Val-amide 



(2) INFORMATION FOR \SEQ ID NO: 60: 
(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 

(B) TYPE: AMINO ACII 
(D) TOPOLOGY: LINEAR\ 
MOLECULE TYPE: PEPTIDJE 
FEATURE : 

NAME/KEY: HUMAN i»OS (781-789) 
LOCATION: 

IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
) OTHER INFORMATION: 
EQUENCE DESCRIPTION: &EQ ID NO: 60: 

Ala Leu Val Gin Gly \lle Leu Glu-amide 

5 



(2) INFORMATION FOR SEQ IP NO: 61: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (^81-786) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: \AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ tD NO: 61: 




(ii) 
(ix) 



(Xi) 



Pro Ala Leu Val Gin Gly-amid€ 

5 



(2) INFORMATION FOR SEQ ID NO: \62 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 



0 



(ii) 
(ix) 



(xi) 

Gly 

His 



(D) TOPOLOGY :\ LINEAR 
MOLECULE TYPE \ PEPTIDE 
FEATURE : 

(A) NAME/KEY: ^Gll) LOCUS HUMAN iNOS (985-1002) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 62: 



He 

Asp 
15 



Val 
Ser 



Pro 
Gin 



Ph 
5 

His\- amide 



Arg Ser Phe Trp 



Gin 
10 



Gin Arg Leu 




(2) INFORMATION FOR SEQ ID NO: 63 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO AClD 
D) TOPOLOGY: LINEAR 
OLECULE TYPE: PEPTIDE 

FEATURE : 

(A) NAME/KEY: HUMANj nNOS (1256-1273) 

(B) LOCATION: 

(C) IDENTIFICATION &ETHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 63: 



(i) 



(ii) 
(ix) 



(xi) 



He Ala Pro 



Phe 
5 



Arg Ser Phe 



Trp Gin Gin Arg Gin 
10 



Phe Asp He Gin His-amlj.de 
15 



(2) INFORMATION FOR SEQ ID NO: 64: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 15 

(B) TYPE: AMINO ACID 

(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN eNO$ (1017-1031) 

(B) LOCATION: 

(C) IDENTIFICATION METHO 1 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SBO ID NO: 64 



AMINO ACID ANALYSIS 



Gly He Ala Pro Phe Arg Gly Phe Trp Gin Glu Arg Leu 

5 \ 10 

His Asp-amide 
15 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 65: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 15 | 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : I 

(A) NAME/KEY: HUMAN iNOS (988-1002) 

(B) LOCATION: 

(C) IDENTIFICATION m 



(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 65: 



Pro Phe Arg Ser 

Gin His-amide 
15 



Phe 
5 




METHOD: AMINO ACID ANALYSIS 



Trp Gin Gin Arg Leu His ■ Asp Ser 

10 



2) INFORMATION FOR 

QUENCE CHARACTERISTICS : 
(A) LENGTH: 12 
B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEA: 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAK 

(B) LOCATION: 

(C) IDENTIFICATION 



SEQ ID NO: 66: 



iNOS (991-1002) 



1ETHOD: AMINO ACID ANALYSIS 



(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 66: 

Ser Phe Trp Gin Gin Arg Leu His Asp Ser Gin His-amide 

5 10 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 67: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR' 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/ KEY: HUMAN 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION! 

SEQUENCE DESCRIPTION \\ SEQ ID NO: 67: 



JOS (994-1002) 



Gin Gin Arg Leu His Asp\ Ser Gin His-amide 

5 



30 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 68: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 

(B) TYPE: AMINO! ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: HITMAN iNOS (997-1002) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 68: 



His Asp Ser Gin His-\amide 

5 



)S (985-998) 



(2) INFORMATION FOR EEQ ID NO: 69: 
SEjQUElJCE CHARACTERISTICS; 
A) KENGTH: 15 
(B) /TYPE: AMINO ACID^ 
(D)/TOPOLOGY: LINEAR 
MOKECULE TYPE: PEPTIDE 
FEATURE : 

) NAME/KEY: HUMAN il 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: 3.EQ ID NO: 69: 

lie Val Pro Phe Arg Ser Phe Trp Gin Gin Arg Leu 

5 \ 10 

His Asp-amide 
15 




(2) INFORMATION FOR SEQ ID NO: 70: 

(i) SEQUENCE CHARACTERISTICS: \ 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (98\5-996) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
(Xi) SEQUENCE DESCRIPTION: SEQ ID\ NO: 70: 

Gly lie Val Pro Phe Arg Ser Phe Trp Gin Gin Arg-amide 

5 \ 10 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 71: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: \9 

(B) TYPE: AMINO ACID 

(D) TOPOLOGY!: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY :\ HUMAN iNOS (985-993) 

(B) LOCATION:' 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 71: 




Gly lie Val Pro Phe Arg Ser Phe Trp-amide 



) INFORMATION FOR SEQ ID NO: 72 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: HUMi\N iNOS (985-990) 

(B) LOCATION: 

(C) IDENTIFICATION\METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 72: 



Gly lie Val Pro Phe Aipg-amide 

5 



(i) 



(ii) 
(ix) 



(xi) 

Arg 

Asp 



(2) INFORMATION FOR SEQ ID NO: 73 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: (HI) LOCUS\HUMAN iNOS (1009-1026) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD\ AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SEQ\ ID NO: 73 



Met 

His 
15 



Thr Leu Val Phe Gl> 
5 

lie Tyr Gin-amide 



Ser Arg Arg 
10 



Pro Asp Glu 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 74 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: \17 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY^ LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY : \ HUMAN eNOS (1041-1057) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SEQ ID NO: 74: 




Met Thr Leu Val Pfoe Gly Ser Arg Ser Ser Gin Leu Asp 

5 \ 10 
His Leu Tyr Arg-ami^e 
15 



INFORMATION FOR\ SEQ ID NO: 75: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 

(B) TYPE: AMINO ACIl 
(D) TOPOLOGY: LINEAI 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN nNOS (1281-1297) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION:' 
SEQUENCE DESCRIPTION: \SEQ ID NO: 75: 



(xi) 
Met 
His 



Leu Val Phe 

5 

lie Tyr Arg-amide 
15 



Gly \ Ser Arg Gin 



Ser 
10 



Lys lie Asp 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ I 
SEQUENCE CHARACTERISTICS 

(A) LENGTH: 15 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: 

(D) OTHER INFORMATION: 



NO: 76: 



(U.012-1026) 



, AMINO ACID ANALYSIS 



(Xi) SEQUENCE DESCRIPTION: SEQ llD NO: 76: 



Leu Val Phe Gly| Ser Arg Arg Pro Asp Glu 

5 10 

Tyr Gin-amide 
15 



Asp His lie 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID NO: 77 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12\ 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: AlNEAR 
MOLECULE TYPE: \PEPTIDE 
FEATURE : 



(A) NAME/KEY: HI) 

(B) LOCATION: 

(C) IDENTIFICAT] 

(D) OTHER INFOI 



iNOS (1015-1026) 

)N METHOD: AMINO ACID ANALYSIS 
^TION: 



NCE DESCRIPTION: SEQ ID NO: 77: 



Arg Arg Pro\ Asp Glu Asp His lie Tyr Gin-amide 
5 \ 10 



(2) INFORMATION FOR \SEQ ID NO: 78: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 

(B) TYPE: AMINO ACII 
(D) TOPOLOGY: LINEAI 
MOLECULE TYPE: PEPTIpE 
FEATURE : 

(A) NAME/KEY: HUMAN i^IOS (1018-1026) 

(B) LOCATION: 

(C) IDENTIFICATION METJiOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION:' 

SEQUENCE DESCRIPTION: \SEQ ID NO: 78: 



Arg Pro Asp Glu Asp His \Ile Tyr Gin-amide 

5 




(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID\NO: 79: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (10 1 21-1026) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 79: 

Glu Asp His II^ Tyr Gin-amide 

5 




(i) 



(ii) 
(ix) 




(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 80: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 

(B) TYPE: AMINO ACID 

(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: \ PEPTIDE 
FEATURE : 

(A) NAME/KEY: HtyMAN iNOS (1009-102 3) 
LOCATION: 

IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
) OTHER INFORMATION: 
'SEQUENCE DESCRIPTION: SEQ ID NO: 80: 



Thr Leu 



Phe Gly Ser 



Arg Arg 
10 



Pro Asp Glu 



His-amide 
15 



(2) INFORMATION FOR SEQ ID NO: 81: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDI 
FEATURE : 

(A) NAME/KEY: HUMAN iN^S (1009-1020) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: S\EQ ID NO: 81: 



Arg Met Thr Leu Val 

5 



Phe <$ly Ser Arg Arg Pro-amide 

10 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID\NO: 82: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (lp09-1017) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 



(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 82: 



Arg Met Thr Leu 



Val Phe Gly Ser Arg-amide 
5 




(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION! FOR SEQ ID NO: 83: 
SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 6 

ACID 
NEAR 
EPTIDE 



(B) TYPE: AMINC 
(D) TOPOLOGY: 
MOLECULE TYPE: 
FEATURE: 
(A) NAME/KEY: 

)CATION: 

(C) /IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
(D/ OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 83: 



MAN iNOS (1009-1014) 



Arg Jfet Thr Leu Val 

5 



Phe-amide 



[2) INFORMATION FOR feEQ ID NO: 84: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID\ 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTII 
(ix) FEATURE: 

(A) NAME/KEY: TRUNCATED HUMAN iNOS (40-54) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD : AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: feEQ ID NO: 84: 



Thr Gin Asp Asp Leu Gin \Tyr 

5 



His Asn Leu Ser Lys 
10 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID\NO: 85: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: TRUNCATED HUMi\N iNOS (784-798) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: 

(D) OTHER INFORMATION: 



UNO ACID ANALYSIS 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 85: 

Val Gin Gly lie; Leu Glu Arg Val Val 

5 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 86: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: AMINO ACID 

(D) TOPOLOGY: I LINEAR 
MOLECULE TYPE:\ PEPTIDE 
FEATURE : 

(A) NAME/KEY: ^UMAN iNOS (37-54) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
(D>-pTHER INFORMATION: 

CNCE DESCRIPTION: SEQ ID NO: 86: 



Ser Pre/ Val Thr G]\n Asp Asp Leu Gin Tyr His Asn Leu 

5 \ 10 
Ser LVs Gin Gin Asm-amide 




(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 87 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 

(B) TYPE: AMINO AC] 
(D) TOPOLOGY: LINEAl 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN \NOS (41-45) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: \SEQ ID NO: 87: 



Gin Asp Asp Leu 



Gln-amide\ 
5 



(2) INFORMATION FOR SEQ IE). NO: 88 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (40-45) 

(B) LOCATION: \ 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 



(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 88: 



Thr Gin Asp Asp iLeu Gin-amide 



(i) 



(ii) 
(ix) 




(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 89: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 7 

(B) TYPE: AMINO \ ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: REPTIDE 
FEATURE : 

(A) NAME/KEY: HUfyAN iNOS (39-45) 

(B) LOCATION: 
) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
) OTHER INFORMATION: 

QUENCE DESCRIPTION: SEQ ID NO: 89: 

Gin Asp Asp \ Leu Gin-amide 
5 



(2) INFORMATION FOR SEQ ID NO: 90: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDl 
FEATURE : 

(A) NAME/KEY: HUMAN iN^S (38-45) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 90: 



Pro Val Thr Gin Asp Asp 

5 



jeu Gin-amide 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID\NO: 91: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 

(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (37\45) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AM^NO ACID ANALYSIS 

(D) OTHER INFORMATION: 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 91: 

Ser Pro Val Thr Gin Asp Asp Leu Gin-amide 



(2) INFORMATION FOR SEQ ID NO: 92: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMA^F iNOS (40-44) 
(BJ LOCATION: 

IDENTIFICATION \METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 
QUENCE DESCRIPTION: SEQ ID NO: 92: 

Thr jGln Asp Asp Leu-aiqide 

5 




(xi) 



(2) INFORMATION FOR SEQ ID NO: 93: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDJ 
FEATURE : 

(A) NAME/KEY: HUMAN iNpS (39-44) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: 1BEQ ID NO: 93: 



Val Thr Gin Asp Asp Leu-amide 

5 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID\ NO: 94: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 7 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (3^-44) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: A^INO ACID ANALYSIS 

(D) OTHER INFORMATION: 



? 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 94: 

Pro Val Thr Gin As^p Asp Leu-amide 

5 



(2) INFORMATION Fd>R SEQ ID NO: 95: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 

(B) TYPE: AMINO AlCID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUM^N iNOS (37-44) 

(B) LOCATION: 

(CJ, IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION : 
2UENCE DESCRIPTION: SEQ ID NO: 95: 

Ser P/fo Val Thr Gin \Asp Asp Leu-amide 

5 




(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID NO: 96 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTI 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (36-44) 
LOCATION : 
IDENTIFICATION ME 
OTHER INFORMATION 



(B) 
(C) 
(D) 



OD: AMINO ACID ANALYSIS 



(xi) SEQUENCE DESCRIPTION: \SEQ ID NO: 96: 



Ser Ser Pro Val Thr Gin \ Asp Asp Leu-amide 

5 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID NO: 97 
SEQUENCE CHARACTERISTICS 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: HUMAN iNOS (3,9-43) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD 

(D) OTHER INFORMATION: 



INO ACID ANALYSIS 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 97: 

Val Thr Gin A^p Asp-amide 

5 



(i) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 98: 
SEQUENCE CHARACTERISTICS ; 

(A) LENGTH: 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY 1 LINEAR 
MOLECULE TYPE;: PEPTIDE 
FEATURE : 

(A) NAME/KEY: \ HUMAN iNOS (38-43) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
SQUENCE DESCRIPTION: SEQ ID NO: 98: 



?ro ,val Thr Gin Aipp Asp-amide 

5 




(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID NO: 99: 
SEQUENCE CHARACTERISTICS 

(A) LENGTH: 7 

(B) TYPE: AMINO AdlD 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : \ 

(A) NAME/KEY: HUMAN \iNOS 

(B) LOCATION: \ 

(C) IDENTIFICATION METHOD: 

(D) OTHER INFORMATION^; 



(37-43) 



AMINO ACID ANALYSIS 



(xi) SEQUENCE DESCRIPTION: \ SEQ ID NO: 99: 



Ser Pro Val Thr Gin Asp\ Asp-amide 

5 



(2) INFORMATION FOR SEQ ID NO: 100: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (36-43) 

(B) LOCATION: \ 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 100: 



Ser Ser Pro Val 



Thr Gin Asp Asp-amide 
5 




(2) INFORMATION FOR SEQ ID NO: 101: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
( D) TOPOLOGY : 1 LINEAR 
MOLECULE TYPEi PEPTIDE 
FEATURE: 

(A) NAME/KEY: \HUMAN iNOS (35-43) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

EQUENCE DESCRIPTION: SEQ ID NO: 101: 
Thr skr Ser Pro Va\l Thr Gin Asp Asp-amide 



(2) INFORMATION FOR SEQ ID NO: 102: 
S EQUENCE CHARACTER^ ST I CS : 

(A) LENGTH: 18 

(B) TYPE: AMINO ACfiD 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : \ 

(A) NAME/KEY: HUMAN iNOS (37-54) 

(B) LOCATION: \ 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION :\ 

SEQUENCE DESCRIPTION: \ SEQ ID NO: 102: 



(ii) 
(ix) 



(xi) 

Ser 

Ser 



Pro Val Thr Gin Asp \ Asp Leu Gin 

5 

Lys Gin Gin Asn-amide 
15 



Tyr 
10 



His Asn Leu 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID\NO: 103 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 15 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (40\-54) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 



(i) 



(ii) 
(ix) 



(xi) 



(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 103: 



(xi) 

Thr Gin Asp /Asp 

Gin Asn-amidjd 
15 



Leu Gin Tyr His Asn Leu Ser Lys Gin 
5 10 



i Asp/ Leu Gin Tyr Hi^ 




(2) INFORMATION FOR SEQ ID NO: 104: 
SEQUENCE CHARACTERISTICS: 

(A) /LENGTH: 12 

(B) / TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE:| PEPTIDE 
FEATURE : 

NAME/KEY: ^UMAN iNOS (43-54) 
\) LOCATION: 

:) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 
SEQUENCE DESCRIPTION: SEQ ID NO: 104: 



Asn Leu Ser Lys Gin Gin Asn-amide 

10 



(2) INFORMATION FOR SEQ ID NO: 105: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO AC3\D 
(D) TOPOLOGY: LINEAI 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN \^OS (46-54) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION! 

SEQUENCE DESCRIPTION: \ SEQ ID NO: 105: 



Tyr His Asn Leu Ser Lys \ Gin Gin Asn-amide 

5 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID, NO: 106: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (49\-54) 

(B) LOCATION: 



(xi) 
Leu 



(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 106: 



Ser Lys 



Asn-amide 



(2) INFORMATION FOR SEQ ID NO: 107: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: AMIftJO ACID 
(D) TOPOLOGY : \ LINEAR 
MOLECULE TYPE\ PEPTIDE 
FEATURE : 

E/KEY: ^UMAN iNOS (37-51) 
OCATION: 

IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 
QUENCE DESCRIPTION: SEQ ID NO: 107: 




Thr 



Asp Asp Leu Gin 



Tyr 
10 



His Asn Leu 



\er/ Lys-amide 
15 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR\ SEQ ID NO: 108: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 

(B) TYPE: AMINO AC] 
(D) TOPOLOGY: LINE At 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: HUMAN \LNOS (37-48) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION 

SEQUENCE DESCRIPTION :\ SEQ ID NO: 108: 



Ser Pro Val Thr Gin Asi 

5 



Asp Leu Gin Tyr His Asn-amide 

10 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ VED NO: 109: 
SEQUENCE CHARACTERISTIC^ 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS \ 37-45) 




(xi) 
Ser 



(B) LOCATION : 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 109: 



Pro Val Thi 



Gin Asp Asp Leu Gin-amide 
5 




(ii) 
(ix) 



(xi) 
Thr 



(2) INFORMATION FOR SEQ ID NO: 110: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY :\ LINEAR 
MOLECULE TYPE\ PEPTIDE 
FEATURE: 

(A) NAME/KEY: ^UMAN iNOS (37-42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 110: 



Pro Val Thr 



Gli 
5 



Asp-amide 



(2) INFORMATION FOR\ SEQ ID NO: 111: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 

(B) TYPE: AMINO AClI 

(D) TOPOLOGY: LINEAI 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: HUMAN i^NOS (35-44) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION^ 

SEQUENCE DESCRIPTION: \ SEQ ID NO: 111: 



Ser Ser Pro 



Val 
5 



Thr \ Gin Asp Asp 



Leu-amide 
10 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ I| 
SEQUENCE CHARACTERISTICS I 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS 

(B) LOCATION: 



NO: 112: 



1781-798) 



5 



(C) 

(D) OTHER INFORMATION 
SEQUENCE DESCRIPTION 



(Xi) 

Pro Ala Leu Val 

Gly Pro Thr Pro 
15 



IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

SEQ ID NO: 112: 



Gin Gly He Leu Glu Arg Val Val Asp 

5 10 

His-amide 



(2) INFORMATION FOR SEQ ID NO: 113: 
(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 

(B) TYPE: AMI^O ACID 
LINEAR 

PEPTIDE 




(D) TOPOLOGY: 
MOLECULE TYPE: 
EATURE: 

(A) NAME/KEY: 

(B) LOCATION: 

(C) IDENTIFICA 1 

(D) OTHER INFO 



JMAN iNOS (788-792) 



?ION 



METHOD: 
TION: 



AMINO ACID ANALYSIS 



SEQUENCE DESCRIPTION: SEQ ID NO: 113: 



u Glu Arg Val Val-amide 

5' 



(2) INFORMATION FOR SEQ ID NO: 114: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 \ 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: \ 

(A) NAME/KEY: HUMAN iNOS (787-792) 

(B) LOCATION: \ 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION^: SEQ ID NO: 114: 

He Leu Glu Arg Val Val-amide 

5 \ 



(2) INFORMATION FOR SEQ\ ID NO: 115: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 \ 

(B) TYPE: AMINO ACID \ 
(D) TOPOLOGY: LINEAR \ 

(ii) MOLECULE TYPE: PEPTIDE \ 
(ix) FEATURE: \ 

(A) NAME/KEY: HUMAN iNOS \(786-792) 



(B) LOCATION-: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 115: 

Gly lie Leu Glul Arg Val Val-amide 

5 



(2) INFORMATION FOR SEQ ID NO: 116: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: {LINEAR 
MOLECULE TYPE:! PEPTIDE 
FEATURE: 

) NAME/KEY: l|UMAN iNOS (785-792) 
) LOCATION: 

) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
D) OTHER INFORMATION: 
'SEQUENCE DESCRIPTION: SEQ ID NO: 116: 




(ii) 
(ix) 



(xi) 



lie Leu 



GlV 

5 



Arg Val Val-amide 



(2) INFORMATION FOR SEQ ID NO: 117: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 9 

(B) TYPE: AMINO hC\D 
(D) TOPOLOGY: LINEi 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/KEY: HUMAN \LNOS (784-792) 

(B) LOCATION: 

(C) IDENTIFICATION MftTHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION) 

SEQUENCE DESCRIPTION: \ SEQ ID NO: 117: 



Val Gin Gly lie Leu Glu\Arg Val Val-amide 

5 



(i) 



(ii) 
(ix) 



(2) INFORMATION FOR SEQ IB, NO: 118: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (78\7-791) 

(B) LOCATION: 



(xi) 



(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE ^DESCRIPTION: SEQ ID NO: 118: 



lie Leu Glu J^rg Val-amide 

5 



(i) 



(ii) 
(ix) 



(xi) 




(2) INFORMATION FOR SEQ ID NO: 119: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH :\ 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGV: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEYl: HUMAN iNOS (786-791) 

(B) LOCATION* 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 119: 

le Leu Glu \Arg Val-amide 
5 




(xi) 



Gin Gly lie Leu 



(i) 



(ii) 
(ix) 




(2) INFORMATION \FOR SEQ ID NO 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 7 

(B) TYPE: AMINO 

(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE: 

(A) NAME/ KEY: HU 

(B) LOCATION: 

(C) IDENTIFICATION METHOD 

(D) OTHER INFORMATION: 
SEQUENCE DESCRIPTION^: SEQ ID NO: 



iNOS (785-791) 



AMINO ACID ANALYSIS 



120: 



Glu 
5 



Val-amide 



(2) INFORMATION FOR SEQ\ID NO: 
SEQUENCE CHARACTERISTIC 

(A) LENGTH: 8 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: 



INO ACID ANALYSIS 



(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 121: 

Val Gin Gly Ile\ Leu Glu Arg Val-amide 

5 



(i) 



(ii) 
(ix) 



(xi) 



(ii) 
(ix) 



(xi) 



(2) INFORMATION FOR SEQ ID NO: 122: 
SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9\ 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: \lINEAR 
MOLECULE TYPE:\ PEPTIDE 
FEATURE : 

(A) NAME/KEY: JjUMAN iNOS (783-791) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 122: 



Val Gin Gly Hi 

5 



Leu Glu Arg Val-amide 



(2) INFORMATION FOR SEQ ID NO: 123: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 5 

(B) TYPE: AMINO AC] 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN i^NOS (786-790) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION :\ 

SEQUENCE DESCRIPTION: \SEQ ID NO: 123: 



Gly He Leu Glu Arg-amide\ 

5 



(2) INFORMATION FOR SEQ ID^ NO: 124: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (78^-790) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AM\CNO ACID ANALYSIS 

(D) OTHER INFORMATION: 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 124: 
Gin Gly lie Letj Glu Arg-amide 




(2) INFORMATION FOR SEQ ID NO: 125: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 ' 

(B) TYPE: AMINfi) ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 125: 



(ii) 
(ix) 



(xi) 



iNOS (784-790) 



Gin Gly lie Leu 

5 



\Glu Arg-amide 



(2) INFORMATION FOR SEQ ID NO: 126: 
SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 8 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDj 
FEATURE: 

(A) NAME/KEY: HUMAN iNpS (783-790) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 126: 



Leu Val Gin Gly lie Leu 

5 



\Glu Arg-amide 



45 



